Key indicators: single-crystal X-ray study; T = 147 K; mean (N-C) = 0.006 Å; R factor = 0.029; wR factor = 0.073; data-to-parameter ratio = 17.0. 
Related literature
For a structural study of a decavanadate, see: Lee (2006) . For the structure of the sodium salt of the title compound, see: Lee et al. (2008) . For a related heteropolyoxidometalate, TBA 4 -[HTeV 9 O 28 ]Á2CH 3 CN (TBA = tetra-n-butylammonium), see: Konaka et al. (2011) .
Experimental
Crystal data (CH 6 Table 1 Hydrogen-bond geometry (Å , ). , reported by our group in the form of its sodium salt (Lee et al., 2008) . The guanidinium ion is a useful precipitating reagent to enforce separation of polyoxometalates (POMs) species because of the insolubility of its salts in aqueous solution. Since all replaceable counter-cations in POMs can be completely exchanged by guanidinium ions, it is possible to obtain stable POMs by precipitation from aqueous solution with guanidinium salts. We herein report the structure of the title compound as its anhydrous Table 1 ). The guanidinium cations are hydrogen bonded with µ 2 and µ 3 -O atoms of the polyanion, with the exceptions of µ 3 -O5, µ 2 -O7, µ 2 -O8, µ 2 -O19, terminal-O24 and terminal-O27 atoms.
The polyanion dimers are connected into a three dimensional network by these hydrogen bonds (Fig. 3 Single crystals were obtained by recrystallization of the crude powder from a boiling aqueous solution.
Refinement
All H atoms of guanidinium ions were positioned geometrically and refined using a riding model, with N-H = 0.88 Å and U iso (H) = 1.2U eq (N). The H7 & H8 atoms bound to µ 2 -O7 and µ 2 -O8, respectively, on the polyanion were found in a difference Fourier map and were refined freely. The unusually short distance of µ 2 -O17···terminal-O21 i {2.869 (4) Å, symmetry code as in Fig. 2 .} is caused by the neighboring hydrogen bonds between the polyanions of the dimer as shown in Fig. 2 . The highest peak in the difference map is 0.85 Å from Pt1 and the largest hole is 0.64 Å from Pt1.
supplementary materials sup-2 Figures   Fig. 1 . The molecular structure of the title compound with the atom numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. H atoms are presented as small spheres of arbitrary radius. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
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